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<110> Turner, C, Alexander Jr. 
Ma thur , Br i an 
Friddle, Carl Johan 

<120> Novel. Human Kinases and Polynucleotides Encoding the Same 

<130> LEX-0332-USA 

<150> US 60/282,036 
<151> 2001-04-06 

<160> 6 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2337 

<212> DNA 

<213> homo sapiens 

<400> 1 

atgtcgtccg gggccaagga gggaggtggg ggctctcccg cctaccacct cccccacccc 60 
cacccccacc caccccagca cgcccaatat gtgggcccct atcggctgga gaagacgctg 120 
ggcaaaggac agacagggct ggttaaactc ggggtccact gcatcacggg tcagaaggtc 180 
gccatcaaga tcgtgaaccg ggagaagctg tcggagtcgg tgctgatgaa ggtggagcgg 240 
gagatcgcca tcctgaagct catcgaacac ccacatgtcc tcaagctcca cgacgtctac 300 
gagaacaaga aatatttgta cctggttctg gagcacgtct cggggggtga gctattcgac 360 
tacctggtaa agaaggggag actgacgccc aaggaggccc gaaagttctt ccgccagatt 420 
gtgtctgcgc tggacttctg ccacagctac tccatctgcc acagagacct aaagcccgag 480 
aacctgcttt tggatgagaa aaacaacatc cgcattgcag acttcggcat ggcgtccctg 540 
caggtggggg acagcctcct ggagaccagc tgcgggtccc cccattatgc gtgtccagag 600 
gtgattaagg gggaaaaata tgatggccgc cgggcagaca tgtggagctg tggagtcatc 660 
ctcttcgccc tgctcgtggg ggctctgccc tttgatgacg acaacctccg ccagctgctg 720 
gagaaggtga aacggggcgt cttccacatg ccccacttca ttcctccaga ttgccagagc 780 
ctcctgaggg gaatgatcga agtggagccc gaaaaaaggc tcagtctgga gcaaattcag 840 
aaacatcctt ggtacctagg cgggaaacac gagccagacc cgtgcctgga gccagcccct 900 
ggccgccggg tagccatgcg gagcctgcca tccaacggag agctggaccc cgacgtccta 960 
gagagcatgg catcactggg ctgcttcagg gaccgcgaga ggctgcatcg cgagctgcgc 1020 
agtgaggagg agaaccaaga aaagatgata tattatctgc ttttggatcg gaaggagcgg 1080 
tatcccagct gtgaggacca ggacctgcct ccccggaatg atgttgaccc cccccggaag 1140 
cgtgtggatt ctcccatgct gagccgtcac gggaagcggc gaccagagcg gaagtccatg 1200 
gaagtcctga gcatcaccga tgccgggggt ggtggctccc ctgtacccac ccgacgggcc 1260 
ttggagatgg cccagcacag ccagagatcc cgtagcgtca gtggagcctc cacgggtctg 1320 
tcctccagcc ctctaagcag cccaaggagt ccggtctttt ccttttcacc ggagccgggg 1380 
gctggagatg aggctcgagg cgggggctcc ccgacttcca aaacgcagac gctgccttct 1440 
cggggcccca ggggtggggg cgccggggag cagcccccgc cccccagtgc ccgctccaca 1500 
cccctgcccg gccccccagg ctccccgcgc tcctctggcg ggaccccctt gcactcgcct 1560 
ctgcacacgc cccgggccag tcccaccggg accccgggga caacaccacc ccccagcccc 1620 
ggcggtggcg tcgggggagc cgcctggagg agtcgtctca actccatccg caacagcttc 1680 
ctgggctccc ctcgctttca ccggcgcaag atgcaggtcc ctaccgctga ggagatgtcc 1740 
agcttgacgc cagagtcctc cccggagctg gcaaaacgct cctggttcgg gaacttcatc 1800 
tccttggaca aagaagaaca aatattcctc gtgctaaagg acaaacctct cagcagcatc 1860 
aaagcagaca tcgtccatgc ctttctgtcg atccccagcc tgagtcacag tgtgctgtca 1920 
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cagaccagct tcagggccga gtacaaggcc agtggcggcc cctccgtctt ccaaaagccc 1980 
gtccgcttcc aggtggacat cagctcctct gagggtccag agccctcccc gcgacgggac 2040 
ggcagcggag gtggtggcat ctactccgtc accttcactc tcatctcggg tcccagccgt 2100 
cggttcaagc gagtggtgga gaccatccag gcacagctcc tgagcactca tgaccagccc 2160 
tccgtgcagg ccctggcaga cgagaagaac ggggcccaga cccggcctgc tggtgcccca 2220 
ccccgaagcc tgcagccccc acccggccgc ccagacccag agctgagcag ctctccccgc 2280 
cgaggccccc ccaaggacaa gaagctcctg gccaccaacg ggacccctct gccctga 2337 

. <210> 2 ' /. : 

• <211>" 778 
<212> PRT 
<213> homo sapiens 

<400> 2 

Met Ser Ser Gly Ala Lys Glu Gly Gly Gly Gly Ser Pro Ala Tyr His 

15 10 15 

Leu Pro His Pro His Pro His Pro Pro Gin His Ala Gin Tyr Val Gly 

20 25 30 

Pro Tyr Arg Leu Glu Lys Thr Leu Gly Lys Gly Gin Thr Gly Leu Val 

35 40 45 

Lys Leu Gly Val His Cys lie Thr Gly Gin Lys Val Ala lie Lys lie 

50 55 60 

Val Asn Arg Glu Lys Leu Ser Glu Ser Val Leu Met Lys Val Glu Arg 
65 70 75 80 

Glu lie Ala lie Leu Lys Leu He Glu His Pro His Val Leu Lys Leu 

85 90 95 

His Asp Val Tyr Glu Asn Lys Lys Tyr Leu Tyr Leu Val Leu Glu His 

100 105 110 

Val Ser Gly Gly Glu Leu Phe Asp Tyr Leu Val Lys Lys Gly Arg Leu 

115 120 . 125 

Thr Pro Lys Glu Ala Arg Lys Phe Phe Arg Gin He Val Ser Ala Leu 

130 135 140 

Asp Phe Cys His Ser Tyr Ser He Cys His Arg Asp Leu Lys Pro Glu 
145 150 155 160 

Asn Leu Leu Leu Asp Glu Lys Asn Asn lie Arg He Ala Asp Phe Gly 

165 170 175 

Met Ala Ser Leu Gin Val Gly Asp Ser Leu Leu Glu Thr Ser Cys Gly 

180 185 190 

Ser Pro His Tyr Ala Cys Pro Glu Val He Lys Gly Glu Lys Tyr Asp 

195 200 205 

Gly Arg Arg Ala Asp Met Trp Ser Cys Gly Val He Leu Phe Ala Leu 

210 215 220 

Leu Val Gly Ala Leu Pro Phe Asp Asp Asp Asn Leu Arg Gin Leu Leu 
225 230 . 235. 240 

Glu Lys Val Lys Arg Gly Val Phe His Met Pro His Phe lie Pro Pro 

245 250 255 

Asp Cys Gin Ser Leu Leu Arg Gly Met He Glu Val Glu Pro Glu Lys 

260 265 270 

Arg Leu Ser Leu Glu Gin He Gin Lys His Pro Trp Tyr Leu Gly Gly 

275 280 285 

Lys His Glu Pro Asp Pro Cys Leu Glu Pro Ala Pro Gly Arg Arg Val 

290 295 300 

Ala Met Arg Ser Leu Pro Ser Asn Gly Glu Leu Asp Pro Asp Val Leu 
305 310 315 320 

Glu Ser Met Ala Ser Leu Gly Cys Phe Arg Asp Arg Glu Arg Leu His 
325 330 335 
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Arg Glu Leu Arg Ser Glu Glu Glu Asn Gin Glu Lys Met lie Tyr Tyr 

340 345 350 

Leu Leu Leu Asp Arg Lys Glu Arg Tyr Pro Ser Cys Glu Asp Gin Asp 

355 360 365 

Leu Pro Pro Arg Asn Asp Val Asp Pro Pro Arg Lys Arg Val Asp Ser 

370 375 380 

Pro Met Leu Ser Arg His Gly Lys Arg Arg Pro Glu Arg Lys Ser Met 
385 . . 390. 395 400 

Glu Val Leu Ser He Thr Asp Ala Gly Gly Gly Gly Ser Pro Val Pro 

405 ■ , 410 . 415 ■ 

Thr Arg Arg Ala Leu Glu Met Ala Gin His Ser Gin Arg Ser Arg Ser 

420 425 430 

Val Ser Gly Ala Ser Thr Gly Leu Ser Ser Ser Pro Leu Ser Ser Pro 

435 440 445 

Arg Ser Pro Val Phe Ser Phe Ser Pro Glu Pro Gly Ala Gly Asp Glu 

450 455 460 

Ala Arg Gly Gly Gly Ser Pro Thr Ser Lys Thr Gin Thr Leu Pro Ser 
465 470 475 480 

Arg Gly Pro Arg Gly Gly Gly Ala Gly Glu Gin Pro Pro Pro Pro Ser 

485 490 495 

Ala Arg Ser Thr Pro Leu Pro Gly Pro Pro Gly Ser Pro Arg Ser Ser 

500 505 510 

Gly Gly Thr Pro Leu His Ser Pro Leu His Thr Pro Arg Ala Ser Pro 

515 520 525 

Thr Gly Thr Pro Gly Thr Thr Pro Pro Pro Ser Pro Gly Gly Gly Val 

530 535 540 

Gly Gly Ala Ala Trp Arg Ser Arg Leu Asn Ser He Arg Asn Ser Phe 
545 550 555 560 

Leu Gly Ser Pro Arg Phe His Arg Arg Lys Met Gin Val Pro Thr Ala 

565 .570 . . 575 

Glu Glu Met Ser Ser Leu Thr Pro Glu Ser Ser Pro Glu Leu Ala Lys 

580 585 590 

Arg Ser Trp Phe Gly Asn Phe He Ser Leu Asp Lys Glu Glu Gin He 

595 600 605 

Phe Leu Val Leu Lys Asp Lys Pro Leu Ser Ser He Lys Ala Asp He 

610 615 620 

Val His Ala Phe Leu Ser He Pro Ser Leu Ser His Ser Val Leu Ser 
625 630 635 640 

Gin Thr Ser Phe Arg Ala Glu Tyr Lys Ala Ser Gly Gly Pro Ser Val 

645 650 655 

Phe Gin Lys Pro Val Arg Phe Gin Val Asp He Ser Ser Ser Glu Gly 

660 665 670 

Pro Glu Pro Ser Pro Arg Arg Asp Gly Ser Gly Gly Gly Gly He Tyr 

675 680 685 .. 

Ser Val Thr Phe Thr Leu He Ser Gly Pro Ser Arg Arg Phe Lys Arg 

690 695 700 

Val Val Glu Thr He Gin Ala Gin Leu Leu Ser Thr His Asp Gin Pro 
705 710 715 720 

Ser Val Gin Ala Leu Ala Asp Glu Lys Asn Gly Ala Gin Thr Arg Pro 

725 730 735 

Ala Gly Ala Pro Pro Arg Ser Leu Gin Pro Pro Pro Gly Arg Pro Asp 

740 745 750 

Pro Glu Leu Ser Ser Ser Pro Arg Arg Gly Pro Pro Lys Asp Lys Lys 

755 760 765 

Leu Leu Ala Thr Asn Gly Thr Pro Leu Pro 
770 775 
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<210> 3 

<211> 2289 

<212> DNA 

<213> homo sapiens 

<400> 3 

atgggacttg agtttggttt cctagaggct ggtggaaact ggagtcactt cctcccaggg 60 
agtgatggga actggaatct cttcctccca. ggaattaatg gaaactggag tctcttcctc 120 
ccagggaccc atgggaattg gagtctcttt ctcccaagga tcatgggaat tggagttctc 180 
tgccaccagg agccagtgga agtgggagac gaggcccttt ggtcctccac atgccccttc 240 
cagccctctg ccccctctat atcctttagg tacctggttc tggagcacgt ctcggggggt 300 
gage tat teg actacctggt aaagaagggg agactgacgc ceaaggaggc ccgaaagttc 3 60 
ttccgeeaga ttgtgtctgc gctggacttc tgccacagct aetccatctg ccacagagac 420 
ctaaagcccg agaacctgct tttggatgag aaaaacaaca tccgcattgc agacttcggc 480 
atggcgtccc tgcaggtggg ggacagcctc ctggagacca getgcgggtc cccccattat 540 
gcgtgtccag aggtgattaa gggggaaaaa tatgatggce gecgggcaga catgtggagc 600 
tgtggagtca tcctcttcgc cctgctcgtg ggggctctge eetttgatga cgacaacctc 6 60 
cgccagctgc tggagaaggt gaaacggggc gtcttccaca tgccccactt cattcctcca 720 
gattgccaga gcctcctgag gggaatgatc gaagtggagc ccgaaaaaag gctcagtctg 780 
gageaaattc agaaacatcc ttggtaccta ggcgggaaac acgagccaga cccgtgcctg 840 
gagccagccc ctggccgccg ggtagccatg cggagcctgc cateeaaegg agagetggac 900 
cccgacgtcc tagagagcat ggcatcactg ggctgcttca gggaccgcga gaggctgcat 960 
cgcgagctgc gcagtgagga ggagaaccaa gaaaagatga tatattatct gcttttggat 1020 
cggaaggagc ggtatcccag ctgtgaggac caggacctgc ctccccggaa tgatgttgac 1080 
cccccccgga agcgtgtgga ttctcccatg ctgagccgtc acgggaagcg gcgaccagag 1140 
cggaagtcca tggaagtcct gagcatcacc gatgccgggg gtggtggctc ccctgtaccc 1200 
acccgacggg cettggagat ggcccagcac agccagagat cccgtagcgt cagtggagcc 1260 
tceacgggtc tgtcctccag cectctaagc agcccaagga gtccggtctt ttccttttca 1320 
ccggagccgg gggctggaga tgaggctcga ggcgggggct cccegacttc caaaacgcag 1380 
acgctgcctt ctcggggccc caggggtggg ggcgccgggg agcagccccc gccccccagt 1440 
geeegeteea eaeeectgcc cggcccccca ggctcccegc gctcctctgg cgggaccccc 1500 
ttgcactcgc ctctgcacac gccccgggcc agtcccaccg ggaccccggg gacaacacca 1560 
ccccccagcc ccggcggtgg cgtcggggga gccgcctgga ggagtcgtct caactccatc 1620 
cgcaacagct tcctgggctc ecctegcttt caccggcgca agatgcaggt ccctaccgct 1680 
gaggagatgt eeagettgac gccagagtec tccceggagc tggcaaaaeg ctcctggttc 1740 
gggaacttca tctccttgga caaagaagaa caaatattcc tcgtgctaaa ggacaaacct 1800 
ctcagcagca tcaaagcaga catcgtccat gcctttctgt cgatccccag cctgagtcac 1860 
agtgtgctgt cacagaccag cttcagggcc gagtacaagg ccagtggcgg cccctccgtc 1920 
ttccaaaagc ccgtccgctt ccaggtggac atcagctcct ctgagggtec agagccctcc 1980 
cegcgaeggg acggcagcgg aggtggtggc atctactceg tcaccttcac tctcatctcg 2040 
ggtcccagcc gtcggttcaa gcgagtggtg gagaccatcc aggcacagct cctgagcact 2100 
catgaeeagc cctccgtgca ggccetggca gacgagaaga acggggccca gacccggcct 2160 
gctggtgccc caccccgaag cctgcagccc ccacccggcc geeeagaccc agagetgagc 2220 
agctctcccc gccgaggccc ccccaaggac aagaagctcc tggccaccaa cgggacccct 2280 
ctgccctga 2289 

<210> 4 

<211> 762 

<212> PRT 

<213> homo sapiens 

<400> 4 

Met Gly Leu Glu Phe Gly Phe Leu Glu Ala Gly Gly Asn Trp Ser His • 

15 10 15 

Phe Leu Pro Gly Ser Asp Gly Asn Trp Asn Leu Phe Leu Pro Gly lie 
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20 25 30 

Asn Gly Asn Trp Ser Leu Phe Leu Pro Gly Thr His Gly Asn Trp Ser 

35 40 45 

Leu Phe Leu Pro Arg lie Met Gly lie Gly Val Leu Cys His Gin Glu 

50 55 60 

Pro Val Glu Val Gly Asp Glu Ala Leu Trp Ser Ser Thr Cys Pro Phe 
65 70 75 80 

Glni Pro Ser Ala Pro Ser lie Ser Phe Arg Tyr Leu Val Leu Glu His 

85 . - 90 . 95 . . 

Val Ser Gly Gly Glu Leu Phe Asp Tyr Leii Val Lys Lys Gly . Arg Leu 

100 105 110 

Thr Pro Lys Glu Ala Arg Lys Phe Phe Arg Gin lie Val Ser Ala Leu 

115 120 125 

Asp Phe Cys His Ser Tyr Ser He Cys His Arg Asp Leu Lys Pro Glu 

130 135 140 

Asn Leu Leu Leu Asp Glu Lys Asn Asn He Arg He Ala Asp Phe Gly 
145 150 155 160 

Met Ala Ser Leu Gin Val Gly Asp Ser Leu Leu Glu Thr Ser Cys Gly 

165 170 175 

Ser Pro His Tyr Ala Cys Pro Glu Val He Lys Gly Glu Lys Tyr Asp 

180 185 190 

Gly Arg Arg Ala Asp Met Trp Ser Cys Gly Val He Leu Phe Ala Leu 

195 200 205 

Leu Val Gly Ala Leu Pro Phe Asp Asp Asp Asn Leu Arg Gin Leu Leu 

210 215 220 

Glu Lys Val Lys Arg Gly Val Phe His Met Pro His Phe He Pro Pro 
225 230 235 240 

Asp Cys Gin Ser Leu Leu Arg Gly Met He Glu Val Glu Pro Glu Lys 

245 250 255 

Airg Leu Ser Leu Glu Gin He Gin Lys His Pro Trp Tyr Leu Gly Gly 

260 265 270 

Lys His Glu Pro Asp Pro Cys Leu Glu Pro Ala Pro Gly Arg Arg Val 

275 280 285 

Ala Met Arg Ser Leu Pro Ser Asn Gly Glu Leu Asp Pro Asp Val Leu 

290 295 300 

Glu Ser Met Ala Ser Leu Gly Cys Phe Arg Asp Arg Glu Arg Leu His 
305 310 315 320 

Arg Glu Leu Arg Ser Glu Glu Glu Asn Gin Glu Lys Met He Tyr Tyr 

325 330 335 

Leu Leu Leu Asp Arg Lys Glu Arg Tyr Pro Ser Cys Glu Asp Gin Asp 

340 345 350 

Leu Pro Pro Arg Asn Asp Val Asp Pro Pro Arg Lys Arg Val Asp Ser 

355 360 365 

Pro Met Leu Ser Arg His Gly Lys Arg Arg Pro Glu Arg Lys Ser Met 

370 375 380 

Glu Val Leu Ser He Thr Asp Ala Gly Gly Gly Gly Ser Pro Val Pro 
385 390 395 400 

Thr Arg Arg Ala Leu Glu Met Ala Gin His Ser Gin Arg Ser Arg Ser 

405 410 415 

Val Ser Gly Ala Ser Thr Gly Leu Ser Ser Ser Pro Leu Ser Ser Pro 

420 425 430 

Arg Ser Pro Val Phe Ser Phe Ser Pro Glu Pro Gly Ala Gly Asp Glu 

435 440 445 

Ala Arg Gly Gly Gly Ser Pro Thr Ser Lys Thr Gin Thr Leu Pro Ser 

450 455 460 

Arg Gly Pro Arg Gly Gly Gly Ala Gly Glu Gin Pro Pro Pro Pro Ser 
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465 470 475 480 

Ala Arg Ser Thr Pro Leu Pro Gly Pro Pro Gly Ser Pro Arg Ser Ser 

485 490 495 

Gly Gly Thr Pro Leu His Ser Pro Leu His Thr Pro Arg Ala Ser Pro 

500 505 510 

Thr Gly Thr Pro Gly Thr Thr Pro Pro Pro Ser Pro Gly Gly Gly Val 

515 520 525 

Gly Gly Ala Ala Trp Arg Ser Arg Leu Asn Ser lie Arg Ash Ser Phe 
530 53.5 . 540 

' Lexi Gly Ser Pro Arg Phe His Arg Arg Lys Met Gin Val : Pro Thr Ala 
545 550 555 560 

Glu Glu Met Ser Ser Leu Thr Pro Glu Ser Ser Pro Glu Leu Ala Lys 

565 570 575 

Arg Ser Trp Phe Gly Asn Phe lie Ser Leu Asp Lys Glu Glu Gin lie 

580 585 590 

Phe Leu Val Leu Lys Asp Lys Pro Leu Ser Ser lie Lys Ala Asp lie 

595 600 605 

Val His Ala Phe Leu Ser lie Pro Ser Leu Ser His Ser Val Leu Ser 

610 615 620 

Gin Thr Ser Phe Arg Ala Glu Tyr Lys Ala Ser Gly Gly Pro Ser Val 
625 630 ■ 635 640 

Phe Gin Lys Pro Val Arg Phe Gin Val Asp lie Ser Ser Ser Glu Gly 

645 650 655 

Pro Glu Pro Ser Pro Arg Arg Asp Gly Ser Gly Gly Gly Gly lie Tyr 

660 665 670 

Ser Val Thr Phe Thr Leu lie Ser Gly Pro Ser Arg Arg Phe Lys Arg 

675 680 685 

Val Val Glu Thr He Gin Ala Gin Leu Leu Ser Thr His Asp Gin Pro 

690 695 700 

Ser Val Gin Ala Leu Ala Asp Glu Lys Asn Gly Ala Gin Thr Arg Pro 
705 710 715 720 

Ala Gly Ala Pro Pro Arg Ser Leu Gin Pro Pro Pro Gly Arg Pro Asp 

725 730 735 

Pro Glu Leu Ser Ser Ser Pro Arg Arg Gly Pro Pro Lys Asp Lys Lys 

740 745 750 

Leu Leu Ala Thr Asn Gly Thr Pro Leu Pro 
755 760 



<210> 5 

<211> 2112 

<212> DNA 

<213> homo sapiens 

<400> 5 

atgaaggtgg agcgggagat cgccatcctg aagctcatcg aacacccaca tgtcctcaag 60 
ctccacgacg tctacgagaa caagaaatat ttgtacctgg ttctggagca cgtctcgggg 120 
ggtgagctat tcgactacct ggtaaagaag gggagactga cgcccaagga ggcccgaaag 180 
ttcttccgcc agattgtgtc tgcgctggac ttctgccaca gctactccat ctgccacaga 240 
gacctaaagc ccgagaacct gcttttggat gagaaaaaca acatccgcat tgcagacttc 300 
ggcatggcgt ccctgcaggt gggggacagc ctcctggaga ccagctgcgg gtccccccat 3 60 
tatgcgtgtc cagaggtgat taagggggaa aaatatgatg gccgccgggc agacatgtgg 420 
agctgtggag tcatcctctt cgccctgctc gtgggggctc tgccctttga tgacgacaac 480 
ctccgccagc tgctggagaa ggtgaaacgg ggcgtcttcc acatgcccca cttcattcct 540 
ccagattgcc agagcctcct gaggggaatg atcgaagtgg agcccgaaaa aaggctcagt 600 
ctggagcaaa ttcagaaaca tccttggtac ctaggcggga aacacgagcc agacccgtgc 660 
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ctggagccag cccctggccg ccgggtagcc atgcggagcc tgccatccaa cggagagctg 720 
gaccccgacg tcctagagag catggcatca ctgggctgct tcagggaccg cgagaggctg 780 
catcgcgagc tgcgcagtga ggaggagaac caagaaaaga tgatatatta tctgcttttg 840 
gatcggaagg agcggtatcc cagctgtgag gaccaggacc tgcctccccg gaatgatgtt 900 
gacccccccc ggaagcgtgt ggattctccc atgctgagcc gtcacgggaa gcggcgacca 960 
gagcggaagt ccatggaagt cctgagcatc accgatgccg ggggtggtgg ctcccctgta 1020 
cccacccgac gggccttgga gatggcccag cacagccaga gatcccgtag cgtcagtgga 1080 
gcctccacgg gtctgtcctc cagccctcta agcagcccaa ggagtccggt cttttccttt 1140 
tcaccggagc cgggggctgg. agatgaggct cgaggcgggg gctccccgac ttccaaaacg 1200 
cagacgctgc cttctcgggg ccccaggggt gggggcgccg gggagcagcc cccgcccccc 1260 
agtgcccgct ccacacccct gcccggcccc ccaggctccc cgcgctcctc tggcgggacc 1320 
cccttgcact cgcctctgca cacgccccgg gccagtccca ccgggacccc ggggacaaca 1380 
ccacccccca gccccggcgg tggcgtcggg ggagccgcct ggaggagtcg tctcaactcc 1440 
atccgcaaca gcttcctggg ctcccctcgc tttcaccggc gcaagatgca ggtccctacc 1500 
gctgaggaga tgtccagctt gacgccagag tcctccccgg agctggcaaa acgctcctgg 1560 
ttcgggaact tcatctcctt ggacaaagaa gaacaaatat tcctcgtgct aaaggacaaa 1620 
cctctcagca gcatcaaagc agacatcgtc catgcctttc tgtcgatccc cagcctgagt 1680 
cacagtgtgc tgtcacagac cagcttcagg gccgagtaca aggccagtgg cggcccctcc 1740 
gtcttccaaa agcccgtccg cttccaggtg gacatcagct cctctgaggg tccagagccc 1800 
tccccgcgac gggacggcag cggaggtggt ggcatctact ccgtcacctt cactctcatc 1860 
tcgggtccca gccgtcggtt caagcgagtg gtggagacca tccaggcaca gctcctgagc 1920 
actcatgacc agccctccgt gcaggccctg gcagacgaga agaacggggc ccagacccgg 1980 
cctgctggtg ccccaccccg aagcctgcag cccccacccg gccgcccaga cccagagctg 2040 
agcagctctc cccgccgagg cccccccaag gacaagaagc tcctggccac caacgggacc 2100 
cctctgccct ga 2112 

<210> 6 
<211> 703 
<212> PRT 

<213> homo sapiens 
<400> 6 



Met 


Lys 


Val 


Glu 


Arg 


Glu 


He 


Ala 


He 


Leu 


Lys 


Leu 


He 


Glu 


His 


Pro 


1 
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10 










15 




His 


Val 


Leu 


Lys 
20 


Leu 


His 


Asp 


Val 


Tyr 
25 


Glu 


Asn 


Lys 


Lys 


Tyr 
30 


Leu 


Tyr 


Leu 


Val 


Leu 

35 


Glu 


His 


Val 


Ser 


Gly 
40 


Gly 


Glu 


Leu 


Phe 


Asp 
45 


Tyr 


Leu 


Val 


Lys 


Lys 
50 


Gly 


Arg 


Leu 


Thr 


Pro 

55 


Lys 


Glu 


Ala 


Arg 


Lys 
60 


Phe 


Phe 


Arg 


Gin 


lie 


Val 


Ser 


Ala 


Leu 


Asp 


Phe 


Cys 


His 


Ser 


Tyr 


Ser 


He 


Cys 


His 


Arg 


65 










70 










75 










80 


Asp 


Leu 


Lys 


Pro 


Glu 


Asn 


Leu 


Leu 


Leu 


Asp 


Glu 


Lys 


Asn 


Asn 


He 


Arg 








85 










90 










95 




He 


Ala 


Asp 


Phe 


Gly 


Met 


Ala 


Ser 


Leu 


Gin 


Val Gly 


Asp 


Ser 


Leu 


Leu 








100 










105 










110 






Glu 


Thr 


Ser 
115 


Cys 


Gly 


Ser 


Pro 


His 
120 


Tyr 


Ala 


Cys 


Pro 


Glu 
125 


Val 


He 


Lys 


Gly 


Glu 
130 


Lys 


Tyr 


Asp 


Gly 


Arg 
135 


Arg 


Ala 


Asp 


Met 


Trp 
140 


Ser 


Cys 


Gly 


Val 


He 


Leu 


Phe 


Ala 


Leu 


Leu 


Val 


Gly 


Ala 


Leu 


Pro 


Phe 


Asp 


Asp 


Asp 


Asn 


145 










150 










155 










160 


Leu 


Arg 


Gin 


Leu 


Leu 


Glu 


Lys 


Val 


Lys 


Arg 


Gly Val 


Phe 


His 


Met 


Pro 










165 










170 










175 




His 


Phe 


He 


Pro 
180 


Pro 


Asp 


Cys 


Gin 


Ser 
185 


Leu 


Leu 


Arg 


Gly 


Met 
190 


He 


Glu 
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Val Glu Pro Glu Lys Arg Leu Ser Leu Glu Gin He Gin Lys His Pro 

195 200 205 

Trp Tyr Leu Gly Gly Lys His Glu Pro Asp Pro Cys Leu Glu Pro Ala 

210 215 220 

Pro Gly Arg Arg Val Ala Met Arg Ser Leu Pro Ser Asn Gly Glu Leu 
225 230 235 240 

Asp Pro Asp Val Leu Glu Ser Met Ala Ser Leu Gly Cys Phe Arg Asp 

245 250 . , 255 

Arg Glu Arg Leu His Arg Glu Leu Arg Ser Glu Glu Glu Asn Gin Qlu 

260 265 270 

Lys Met He Tyr Tyr Leu Leu Leu Asp Arg Lys Glu Arg Tyr Pro Ser 

275 280 285 

Cys Glu Asp Gin Asp Leu Pro Pro Arg Asn Asp Val Asp Pro Pro Arg 

290 295 300 

Lys Arg Val Asp Ser Pro Met Leu Ser Arg His Gly Lys Arg Arg Pro 
305 310 315 320 

Glu Arg Lys Ser Met Glu Val Leu Ser He Thr Asp Ala Gly Gly Gly 

325 330 335 

Gly Ser Pro Val Pro Thr Arg Arg Ala Leu Glu Met Ala Gin His Ser 

340 345 350 

Gin Arg Ser Arg Ser Val Ser Gly Ala Ser Thr Gly Leu Ser Ser Ser 

355 360 365 

Pro Leu Ser Ser Pro Arg Ser Pro Val Phe Ser Phe Ser Pro Glu Pro 

370 375 380 

Gly Ala Gly Asp Glu Ala Arg Gly Gly Gly Ser Pro Thr Ser Lys Thr 
385 390 395 400 

Gin Thr Leu Pro Ser Arg Gly Pro Arg Gly Gly Gly Ala Gly Glu Gin 

' 405 410 415 

Pro Pro Pro Pro Ser Ala Arg Ser Thr Pro Leu Pro Gly Pro Pro Gly 

420 425 430 

Ser Pro Arg Ser Ser Gly Gly Thr Pro Leu His Ser Pro Leu His Thr 

435 440 445 

Pro Arg Ala Ser Pro Thr Gly Thr Pro Gly Thr Thr Pro Pro Pro Ser 

450 455 460 

Pro Gly Gly Gly Val Gly Gly Ala Ala Trp Arg Ser Arg Leu Asn Ser 
465 470 475 480 

He Arg Asn Ser Phe Leu Gly Ser Pro Arg Phe His Arg Arg Lys Met 

485 490 495 

Gin Val Pro Thr Ala Glu Glu Met Ser Ser Leu Thr Pro Glu Ser Ser 

500 505 510 

Pro Glu Leu Ala Lys Arg Ser Trp Phe Gly Asn Phe He Ser Leu Asp 

515 520 525 

Lys Glu Glu Gin He Phe Leu Val Leu Lys Asp Lys Pro Leu Ser Ser 

530 . 535 540 

He Lys Ala Asp He Val His Ala Phe Leu Ser He Pro Ser. Leu Ser 
545 550 555 560 

His Ser Val Leu Ser Gin Thr Ser Phe Arg Ala Glu Tyr Lys Ala Ser 

565 570 575 

Gly Gly Pro Ser Val Phe Gin Lys Pro Val Arg Phe Gin Val Asp He 

580 585 590 

Ser Ser Ser Glu Gly Pro Glu Pro Ser Pro Arg Arg Asp Gly Ser Gly 

595 600 605 

Gly Gly Gly He Tyr Ser Val Thr Phe Thr Leu He Ser Gly Pro Ser 

610 615 620 

Arg Arg Phe Lys Arg Val Val Glu Thr He Gin Ala Gin Leu Leu Ser 
625 630 635 640 
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Thr His Asp Gin Pro Ser Val Gin Ala Leu Ala Asp Glu Lys Asn Gly 

645 650 655 

Ala Gin Thr Arg Pro Ala Gly Ala Pro Pro Arg Ser Leu Gin Pro Pro 

660 665 670 

Pro Gly Arg Pro Asp Pro Glu Leu Ser Ser Ser Pro Arg Arg Gly Pro 

675 680 685 

Pro Lys Asp Lys Lys Leu Leu Ala Thr Asn Gly Thr Pro Leu Pro 
690 695 700 
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